O6mecTtBo ¢ orpanmyennoii OTBETCTBEHHOCThLIQ
Hayuno — npousBoacreennas ¢pupma «Hccaenosareasexnii HEeHTP»
Poccnsi, 630559, Horocubupekas o0b.1acTh, HoBocuGupekuii paiion,

p-1i. Kotbuoso, npomsona, kopmye 200,
IouroBrlii agpec: 630559, Hosocubupckas 00J1acTh,
Tenedon / pake: (383) 336-71-32, 336-52-65, 325

ouc 426
p-n. Kosnbunoso, a/s 247

-30-73 — oTaen npoaask,

(383) 336-52-72 — Gyxrantepus

Kagecrsennoe ygocrosepenne Ne 252

or 16 anpens 2019 r.

BAB ®uron 8.67-9/500mu1; smua.#1

1. Toproeoe naumenosaune BAB ®uron 8.67-9.
2. MemxayHapoaHoe naTeHTOBAHHOE HAMMeHOBaHNe BAB: Fitop 8.67-9.
3. ®opma BbINyCcKa: KHIKOCTB, (asKKa M3 MOTMMEPHEIX MaTepPHANOB ¢ KPBIILKOH.
4. Homep cepun: 010419,
5. O0bem cepuu, NpeaLIBIAEMOil HA HCIBITAHNS: 6] mT.
6. Mecto orGopa: 1[1D.
7. Hara or6opa: 10.04.2019.
8. Hara nocrymmenus B WJIBTK: 10.04.2019.
9. Konmuecrso nocrynusimx o6pasuos: 5 (naxonoB no 100 mn.
10. Kem oroGpana npo6a: naGopant O.B. Turosa,
11. M3gemenne ot: 10.04.2019.
Ne Haumenoranue nokazaress Hopma no HTJT Pesynbrat neneitanuii
n/n
1 BHewnuii Bun KUIKOCTb JKEJITOr0 LIBETA CoortsercTByer
2 3amax CO cneUH(MUECKHM 3aMaxom CootsercTayer
3 PactBOprMocTB XO0pouIo pacTBOpPHMM B BOZE Cootserctyer
4 Bognopoauerit nokazarens 7+1 6,8
5 AHTaroHHCTHYECKAA AKTHBHOCTD K
TECT-KYJIbTypaM (30Ha YrHETEHHS
pocTa, MMm)
Shigella sonnei - 32; He menee 5 5
Salmonella typhimurium - 2606; He menee 5 L
Staphylococcus aureus - 209; He menee 8 8
Candida albicans - 620 He menee 6 10
6 ITopnuHaHOCTH JLOJUKHBI NPHCYTCTBOBATH GakTepHy CoorBeTcTBYET
Bacillus subtilis wramm BKITM B-
10641, Bacillus amyloliquefaciens
wramm BKTIM B-10642 u Bacillus
amyloliquefaciens BKIIM B-10643
i Mukpobuonorndueckas yucToTa
(Hannume B 1 r npenapara):
Enterobacteriaceae; He nomyckaercs CooteetcTByeT
Pseudomonas aeruginosa; He nomyckaercs CootsercTByeT
Staphylococcus aureus; He nomyckaercs CootseTcTByET
NOCTOPOHHHUX MUKPOOPraHH3MOB, B
T.4. U rpuOOB, THIC/T He Bonee 300,0 Cootsercrayer
Jupexrop AH. Jlensx
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